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COMPLETE (AEROBIC) OXIDATION OF PALMITOYL CoA
CH3[CH,CH,],CO.SCoA + 2302 + ~ (106 ADP + 106P;) 3. 16CO2 + 119 H20 + HSCOA + ~106ATP

This is a fascinating equation which explains how some animals, such as camels and polar bears can survive in the most adverse environments
They can use fat ,not only as the sole source of energy, but also of water. The killer whale cannot utilise sea-water but creates its own from fat
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-3-P- 1.3.1.10 Enoyl-[ACP]-reductase 2.3.1. 1-Acylglycerol-3-P O-acyl 4.1.3.5 OH-Methylglutaryl-CoA synthase
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